
 

lm() 

lmer(), glmmTMB() 

glm(family=binomial) 

glmer(*), glmmTMB(*) 

glm(family=quasibinomial) 

glmmPQL(family="quasibinomial") 

glm(cbind(trial,success), 
family=binomial) 

glmer(*), glmmTMB(*) 

glm(family=poisson) 

glmer(*), glmmTMB(*) 

glm.nb() 

glmer.nb(), glmmTMB(family=nbinom) 

zeroinfl() 

glmmTMB(ziformula, family=poisson) 

zeroinfl(dist="negbin") 

glmmTMB(ziformula, family=nbinom) 

hurdle() 

glmmTMB(family=truncated_poisson) 

vglm(family=posnegbinomial) 

glmmTMB(family=truncated_nbinom) 

betareg() 

glmmTMB(family=beta) 

BBreg(), betabin(), ordbetareg(), 
vglm(family=betabinomial) 

glmmTMB(ziformula, family=beta_family/ 
betabinomial/ ordbeta), ordbetareg() 

 

https://strengejacke.github.io/regressionmodels/


 

polr(), clm() 

clmm(), mixor(), MCMCglmm() 

multinom(), clm(),bracl(), 
brmultinom() 

clmm(), mixor(), MCMCglmm() 

glm(family=Gamma) 

glmer(*), glmmTMB(*) 

glm(family=tweedie), cpglm() 

cpglmm(),glmmTMB(*) 

censReg(), tobit() 

semLme() 

censReg(), tobit(), 
vglm(family=tobit) 

glm(family=Gaussian("log"), 
nls() 

glmmTMB(*), nlmer() 

DirichReg() 

coxph() 

coxme() 

* glm

cbind(successes, failures)

glm(cbind(successes, failures), family=binomial())

https://strengejacke.github.io/regressionmodels/
https://twitter.com/bolkerb/status/1577755600808775680

